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CERTIFICATE OF MAILING FOR SUBMISSION 
OF CORRECTED SEQUENCE LISTING 



SIR: 



1 hereby certify that this SUBMISSION OF CORRECTED SEQUENCE LISTING IN 

RESPONSE TO NOTIFICATION OF DEFECTIVE RESPONSE, 

including: 

1 ) COPY OF NOTIFICATION OF DEFECTIVE RESPONSE, INCLUDING RAW 
SEQUENCE LISTING ERROR REPORT AND MARKED-UP RAW 
SEQUENCE LISTING mailed January 23, 2002 (14 pages); 

2) PAPER COPY OF CORRECTED SEQUENCE LISTING (pages 1/15-15/15); 

3) COMPUTER READABLE FORM OF CORRECTED SEQUENCE LISTING 
(CRF)(1 Disc); 

4) AMENDMENT DIRECTING ENTRY OF PAPER COPY OF CORRECTED 
SEQUENCE LISTING INTO SPECIFICATION (2 pages); and 

5) STATEMENT IN SUPPORT OF FILING AND SUBMISSIONS IN 
,,.ACCORDANCE WITH 37 CFR §§1.821-1.825 (1 page); 

for the above-identified Application is being deposited with the United States Postal Service as 
first class mail in an envelope addressed to BOX SEQUENCE, Commissioner for Patents, 
Washington, DC 20231, on this 25th day of February, 2002. 
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U.S. APPLICATION hnjMBER NO. 



FIRST NAMED APPLICANT 



^ ATTY. DOCKET NO. 



09/857.815 



David G, Conlin 

Dike Bronstein Roberts & Cushman 
Edwards & Angell 
P.O. Box 9169 
Boston, MA 02209 



Takashi Ito 



L... 



COPY 



46342/55965 



INTERNATIONAL APPLICATION NO. 



I. A. FILING DATE 



PCT/JP99/06873 

I 



PRIORrrV DATE 



12/08/1999 



12/09/1998 



CONFIRMATION NO. 9695 
371 FORMALITIES LETTER 



•OC000000007345085* 



Date Mailed: 01/23/2002 



NOTIFICATION OF DEFECTIVE RESPONSE 



The following items have been submitted by the applicant or the IB to the United States Patent and Trademark 
Office as an Elected Office (37 CFR 1 .495): 



• U.S. Basic National Fee 

• Priority Document 

• Biochemical Sequence Diskette 

• Biochemical Sequence Listing 

• Copy of IPE Report 

• Copy of references cited in ISR 

• Copy of the International Application 

• Copy of the International Search Report 

• Information Disclosure Statements 

• Oath or Declaration 

• Request for Immediate Examination 

The following items MUST be furnished within the period set forth below in order to complete the requirements for 
acceptance under 35 U.S.C. 371: 



The nucleotide and/or amino acid sequence disclosure contained in this application does not comply with 
the requirements for such a disclosure as set forth in 37 CFR 1 .821-1.825 for the following reason(s): 

■ SEE RAW SEQUENCE LISTING ERROR REPORT 

■ APPLICANT MUST PROVIDE: 

■ An initial or substitute paper copy or compact disc of the "Sequence Listing," as well as an 
amendment directing its entry into the specification. 

■ A statement that the contents of the paper or compact disc and the computer readable form 
are the same and, where applicable, include no new matter, as required by 37 CFR 1.821(e) 
1.821(f). 1.821(g), 1.825(b) or 1.825(d). 

For questions regarding compliance to 37 CFR 1.821-1 .825 requirements, please contact: 

■ For Rules Interpretation, call (703) 308-4216 j'^^ X r ^ 

■ To Purchase Patentin Software, call (703) 306-2600 £dwafds^& Angefl LLp' ^ ^ ' o/^ 

Dike, Bronstein, Roberts & Cushman 
101 Federal St. Boston, MA 02110 

Date Rec'd /J_^//(^ ^ 

Docketed/or/ fi^ '2^ 

Aoproved V::^^..:yr.\z>^ 
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■ For Patentin Software Program Help, call (703) 306-41 19 or e-mail at patin21 help@uspto.gov or 
patin3help@uspto.gov 



Applicant is required to complete the response within a time limit of ONE MONTH from the date of this 
Notification or within the time remaining in the response set forth in the Notification of Missing 
Requirements, whichever is the longer. No extension of this time limit may be granted under 37 CFR 
1.136, but the period for response set in the Notification of Missing Requirements may be extended up to 
a maximum of six months. 

Applicant is reminded that any communications to the United States Patent and Trademark Office must be mailed 
to the address given in the heading and include the U.S. application no. shown above (37 CFR 1 .5) 



A copy of this notice MUST be returned witfi the response. 



BARBARA A CAMPBELL 



Telephone: (703) 305-3631 



PART I - ATTORNEY/APPLICANT COPY 



U.S. APPLICATION ^aJMBER NO. 



INTERNATIONAL APPLICATION NO. 



ATTY. DOCKET NO. 



09/857,815 



PCT/JP99/06873 



46342/55965 




fimw Sentience L1>C1a( Error Su mm* 



ERROR DETECTED SUCCECTED CORRECTJON . SERIAL NUM PER; O'fJ 

ATTN: NEW RUCE^ CASES: FLEASE DISREGARD ENCUSH -ALPHA" HEADERS, WIUCII WERE INSERTED D'! 



I 



_.Wnppcd Nudctci The fuimberAcxI at ihe end of each line "wrippciT down !o the next line. -JhU may occur tTyoui 
- Wrmppcd Aminot retrieved in a word proceisor »fUr crcatmf K Please adjust yoor rifcht mar^n lo J; this wil 

prevent '\*rappint*' 

^Invalid Line Length The rules require thai a line not exceed 73 chiricters in length, "this includes while spaces. 



_MUalt £ned Anuno 
Numbering 

Non-ASCII 



_ Van ible Length - 



_PatentIn 2.0 



10 



II 



_Use ofn'i or Xaa*s 
"(NEW RULES) 

^Invalid <7 13> 
Response 



12 



le of <220> 



_Palentln 2.0 
"bug** 



The numbering under each 3* amino acid is miutigncd. Do not use Ub codes between numbers; 
use apace characters, instead. 

The submitted file was not saved in AS CI I( DOS) text, as required by the Sequence Rules. Tlea. 
ensure your subsequent submLsjfon li savtd In ASCII text. 

Sequencers) conUin n's or Xaa's representing more than one r'csidue. Per Sequence Rules» 
ea^h n or Xaa can only represent a single residue. Please present the maximum number of ca< 
residue having variable length and indicate in the <220>-<223> section that some may be missin| 

A "bug" in Patentin version 2.0 has c^ed OTc <220>*<723>«ectjon to be missing from amino ac 



sequences(s) _ 



Normally, Patentin would* autonruti^^Ify^g'CTicrjate this section from tl 



previously coded rvucleic acid sequence. Please minually copy th« relevant <220>'<223> section 
the subsequcfit amino acid sequerwre. This applies lo Ihe mandatory <220>><223> sections for 
ArtincUI or UnlcnoKn sequences. 



_Skipped Sequences Sequcncc(s) 
(OLD RULES) 



_ missing. If intentiorul. please insert the folfo.wing lines for each skipped sequ 



<2) INFORMATION FOR SEQ ID NO:X: (insert SEQ ID NO where ^X" is shown) 
(i) SEQUENCE CHARACTERISTICS: (Do nP< insert any lubbcadings under this headii 

(xi) SEQUENCE DESCRIPnON:SEQ ID NO:X: (insert SEqId NO where "X" is shown) 
This sequence is intentionally skipped 

Please also adjust the "(ii) NUMDER OF SEQUENCES:" response lo Include the skipped sequcr 



Skipped Sequences Scquencc(s) 
"(NEW RULES) 



^ missing. Iflntcntlonal, picjsc insert the following lines for each skipped sec 



<2 10> lequcnce id number 
<400> sequence id number 
000 

Use of n's and/or Xaa*s have been detected in the Sequence Listing. 

Per 1.823 of Sequence Rules, use of <220>-<223> is MANDATORY if n's or Xaa's are present 
In <220> to <223> section, please explain location of n or Xaa. and which residue n or X»a repre: 

Per 1.823 of Sequence Rules, the only valid <2t3> responses arc: Unknown. Artinciat Sequence, ■ 
scicnlific*run\c(Gcnus/spocics). <220>-<223> section is required when <2 1 3> response is Unkn 
is Artificial Sequence 



Sequencc(s) _ 



_ missing the <220> •"Feature" and associated numeric identifiers and respon 



Use of <220> to <223> is MANDATORY if <2I3> "Organism" response is "Artificial Sequence- 
"Unknown.** Please explain source of genetic material in <220> t6-<223> section. 
(See "Fedcrjil Regrstcr," 06A)1/I998. Vol. 63, No. 104. pp. 29631-32) (Sec. 1.823 of Sequence R 

Please do not use "C^py lo Disk" function of Patentin version 2.0. This causes a corrupted file, 
resulting in nussing nundatory numeric identifiers and responses (as indicated on raw sequence 
listing). Instead^ please use "File Manager" or any other manual means to copy file to fioppy disk. 



13 



• Misuse of n 



' h tan only be used to represent a sin^e nucleotide in a nucleic acid sequence. N is not used to rc| 
any value rtot specifically a nucleotide. 



AMOMH - Diotcchnology Systems D ranch -08/21/2001 



The typ0 of errors shown ovie# »u 
fte Sequence LislingRe^"!^^^^ 
sequences forsimJ^eroS^ subsequent 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/0 9/8 57,815 



PCT09 



DATE: 10/29/2001 
TIME: 13:12:54 



Input Set : A:\09-857, 815-sequence listing.txt 
Output Set: N:\CRF3\10292001\I857815.raw 





2 


<rio> 


w--> 


3 


<120> 


w--> 


4 


<150,> 


c--> 


5 


C14 0> 


c--> 


5 


' <141> 




5~ 


<150> 




6 


<151> 




7 


<150> 




8 


<151> 


w--> 


9 


<160> 


w--> 


10 


<210> 




11 


<211> 




12 


<212> 




13 


<213> 


w--> 


14 


<220> 


w--> 


14 


<223> 


w--> 


14 


<400> 



[ON: Betacellulin Mutein 
2^76WO0P . 
Ciqif NtMBER: US/09/857,8] 
)ATE: 2001-06-08 
)N NUMBER: JP 10*350377 
[•E: 1998-12-09 
)N NUMBER: JP 11-55326 
[•E: 1999-03-03 
): 56 



orrcctea DisKette Needed 




>(fr< 



J 



15 


Asp 


Gly 


Asn 


Ser 


Thr 


Arg 


Ser 


Pro 


Glu 


Thr 


Asn 


Gly 


Leu 


Leu 


Cys 


Gly 


16 


1 








5 










10 










15 




17 


Asp 


Pro 


Glu 


Glu 


Asn 


Cys 


Ala 


Ala 


Thr 


Thr 


Thr 


Gin 


Ser 


Lys 


Arg 


Lys 


18 








20 










25 










30 






19 


Gly 


His 


Phe 


Ser 


Arg 


Cys 


Pro 


Lys 


Gin 


Tyr 


Lys 


His 


Tyr 


Cys 


He 


Lys 


20 






35 










40 










45 








21 


Gly 


Arg 


Cys 


Arg 


Phe 


Val 


Val 


Ala 


Glu 


Gin 


Thr 


Pro 


Ser 


Cys 


Val 


Cys 


22 




50 










55 










60 










23 


Asp 


Glu 


Gly 


Tyr 


He 


Gly 


Ala 


Arg 


Cys 


Glu 


Arg 


Val 


Asp 








24 


65 










70 










75 













w--> 
w — > 
w--> 



25 <210> SEQ ID NO: 2 

26 <211> LENGTH: 76 

27 <212> TYPE: PRT 

28 <213> ORGANISM: ^^rtificial Sequence 

29 <220> FEATURE: 
29 <223> OTHER INFORMATION 
29 <4 00> SEQUENCE: 2 




30 Asp Gly Asn Ser Thr Arg Ser Pro Glu Thr Asn Gly Leu Leu Cys Gly 

31 1 5 10 15 

32 Asp Pro Glu Glu Asn Cys Ala Ala Thr Thr Thr Gin Ser Lys Arg Lys 

33 20 25 30 

34 Gly His Phe Ser Arg Cys Pro Lys Gin Tyr Lys His Tyr Cys He Lys 

35 35 40 45 

36 Gly Arg Cys Arg Phe Val Val Ala Glu Gin Thr Pro Ser Cys Val Cys 

37 50 55 60 

38 Asp Glu Gly Tyr He Gly Ala Arg Cys Glu Arg Val 

39 65 70 75 

40 <210> SEQ ID NO: 3 

41 <211> LENGTH: 4 7 
4 2 <212> TYPE: PRT 
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w--> 



w--> 
w--> 
w--> 



w--> 
w--> 
w--> 



w--> 
w--> 
w--> 



RAW SEQUENCE LISTING 

PATENT APPLIGATION: US/09/857,815 



DATE: 10/29/2001 
TIME: 13:12:54 



Input- Set : A:\09-857 , 815 -sequence listing.txt 
Output Set: N:\CRF3\10292001\I857815.raw 



Artificial Sequence 



4 3 <2i3> ORGANISM 
4^4 <220> FEATURE: 3 0 

44 <223> rOTHER INFORMATION^ 
44 <4 00> sequence::" 3 

4:5 - Arg Lys ^GTy Hi's Phey Ser Arg ■ Gy s Pro 

46 1 60 5 

47 He Lys Gly Arg Cys Arg Phe Val Val 

48 ' ^ /:> 20 25 

49 Val Cys Asp Glu Gly Tyr lie Gly Ala 

50 3 5 /; 40 

51 <210> SEQ id" NO: 4 

52 <2ir> LENGTH: 46 

53 <212> TYPE: PRT ^ 

54 <213> ORGANISM^r^rtif icial Sequen^ 

55 <220> FEATURE — 
55 



<223> OTHER INFORMATION 

55 <4 00> SEQUENCE: 4 

56 Arg Lys Gly His Phe Ser Arg Cys Pro 

57 1 5 

58 lie Lys Gly Arg Cys Arg Phe Val Val 

59 20 25 

60 Val Cys Asp Glu Gly Tyr lie Gly Ala 

61 35 40 

62 <210> SEQ ID NO: 5 

63 <211> LENGTH: 79 

64 <212> TYPE: PRT 

65 <213> ORGANISM: Artificial Sequence 

66 <220> FEATURE: 

66 <223> OTHER INFORMATION: 
66 <4 00> SEQUENCE: 5 



Lys Gin Tyr Lys His Tyr Cys 

10 15 
Ala Glu Gin Thr Pro Ser Cys 
30 

Arg Cys Glu Arg Val Asp 
45 




Lys Gin Tyr Lys His Tyr Cys 

10 15 
Ala Glu Gin Thr Pro Ser Cys 
30 

Arg Cys Glu Arg Val 
45 



The type of errors shown exist throughout 

the Sequence Listing. Please check subsequent 

sequences for similar errors. 



67 


Asp 


Gly 


Asn 


Ser 


Thr 


Arg 


Ser 


Pro 


Glu 


Thr 


Asn 


Gly 


Leu 


Leu 


Cys 


Gly 


68 


1 








5 










10 










15 




69 


Asp 


Pro 


Glu 


Glu 


Asn 


Cys 


Ala 


Ala 


Thr 


Thr 


Thr 


Gin 


Ser 


Lys 


Arg 


Lys 


70 








20 










25 










30 






71 


Gly 


His 


Phe 


Ser 


Arg 


Cys 


Pro 


Lys 


Gin 


Tyr 


Lys 


His 


Tyr 


Cys 


lie 


Lys 


72 






35 










40 










45 








73 


Gly 


Arg 


Cys 


Arg 


Phe 


Val 


Val 


Ala 


Glu 


Gin 


Thr 


Pro 


Ser 


Cys 


Val 


Cys 


74 




50 










55 










60 










75 


Asp 


Glu 


Gly 


Tyr 


lie 


Gly 


Ala 


Arg 


Cys 


Glu 


Arg 


Val 


Leu 


Phe 


Tyr 




76 


65 










70 










75 













77 <210> SEQ ID NO: 6 

78 <211> LENGTH: 7 8 ^ 

79 <212> TYPE: PRJU--"^ 

80 <213> 0RGANIgMT_A£ti,£ie4rai 

81 <220> FEATURE: 
81 <223> OTHER INFORMATI 

81 <400> SEQUENCE: 6 

82 Asp Gly Asn Ser Thr Arg Ser Pro Glu 

83 1 5 





nr <^ ^ The type of errors shown exist throughout 

the Sequence Listing. Please check subsequent 
sequences for similar errors 



Thr Asn Gly Leu Leu Cys Gly 
10 15 



The type of errors shown exist throughout 

the Sequence Listing. Please check sifhsenuent 

.SeniH?^r«*? W rr-t** - ■ — - 
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RAW SEQUENCE LISTING DATE: 10/29/2001 

PATENT APPLICATION: US/09/857,815 TIME: 13:12:54 

^ Input Set : A:\09-B57, 815-sequence listing, txt 
- -Output Set: N:\CRF3\10292001\I857815.raw 

84 Asp = Pro Glu Glu Asn Cys .Ala "Ala Thr Thr Thr Gin Ser Lys Arg Lys 

85 1^^ 20 25 30 

: 86 : Gly- His :Phe '-Ser Arg -Cys. -Pro^ Gin Tyr Lys His Tyr Cys lie Lys 

87:3 35 .v' 40 45 

; : 88 GlyyArg CysiArg ,Phe ;Yal. -Val. Ala Glu Gin Thr Pro Ser Cys Val Cys 
4 0 89 50 4 5 55 ^60 

90 Asp' Glu Gly Tyr lie ^Gly Ala Arg Cys Glu Arg Val Leu Phe 

91 65 60 70 75 
- :92. <21G> SEQ ID N0::7 

93 <211> LENGTH: 77 

94 <212> TYPE: PRT 

95 <213> ORGANISM: Artificial Sequence 
W--> 96 <220> FEATURE: 
W--> 96 <223> OTHER INFORMATION: 
W--> 96 <400> SEQUENCE: 7 

97 Asp Gly Asn Ser Thr Arg Ser Pro Glu Thr Asn Gly Leu Leu Cys Gly 

98 1 5 10 15 

99 Asp Pro Glu Glu Asn Cys Ala Ala Thr Thr Thr Gin Ser Lys Arg Lys 



J 



100 








20 










25 










30 






101 


Gly 


His 


Phe 


Ser 


Arg 


Cys 


Pro 


Lys 


Gin 


Tyr 


Lys 


His 


Tyr 


Cys 


He 


Lys 


102 






35 










40 










45 








103 


Gly 


Arg 


Cys 


Arg 


Phe 


Val 


Val 


Ala 


Glu 


Gin 


Thr 


Pro 


Ser 


Cys 


Val 


Cys 


104 




50 










55 










60 










105 


Asp 


Glu 


Gly 


Tyr 


He 


Gly 


Ala 


Arg 


Cys 


Glu 


Arg 


Val 


Leu 









106 65 70 75 

107 <210> SEQ ID NO: 8 

108 <211> LENGTH: 79 

109 <212> TYPE: PRT 

110 <213> ORGANISM: Artificial Sequence 
W--> 111 <220> FEATURE: 

W--> 111 <223> OTHER INFORMATION: 
W--> 111 <400> SEQUENCE: 8 

112 Asp Gly Asn Ser Thr Arg Ser Pro Glu Thr Asn Gly Leu Leu Cys Gly 

113 15 10 15 

114 Asp Pro Glu Glu Asn Cys Ala Ala Thr Thr Thr Gin Ser Lys Arg Lys 

115 20 25 30 

116 Gly His Phe Ser Arg Cys Pro Lys Gin Tyr Lys His Tyr Cys He Lys 

117 35 40 45 

118 Gly Arg Cys Arg Phe Val Val Ala Glu Gin Thr Pro Ser Cys Val Cys 

119 '50 55 60 

120 Asp Glu Gly Tyr He Gly Ala Arg Cys Glu Arg Val Asp Phe Tyr 

121 65 • 70 75 

122 <210> SEQ ID NO: 9 

123 <211> LENGTH: 78 

124 <212> TYPE: PRT 

125 <213> ORGANISM: Artificial Sequence ^> r^^'' 
f^--> 12 6 <220> FEATURE: 
/i--> 12 6 <223> OTHER INFORMATION: 
/^--> 126 <4 00 > SEQUENCE: 9 



The type of errors shown exist throughout 

ttie Sequence Listing. Please check subsequent 

sequences for similar errors. 
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RAW SEQUENCE LISTING DATE: 10/29/2001 

-PATENT APPLICATION: US/0 9/8 57,815 TIME: 13:12:54 

Input Set : A: \09- 857 , 815 -sequence listing.txt 
Output Set: N:\CRr3\10292 001\I857 815.raw 

127 Asp Gly Asn Ser Tho?; Arg Ser Pro Glu Thr Asn Gly Leu Leu Gys Gly 
' 128 1 5 . 10 ;i5 

129 Asp Pro Glu Glu Asn Cys Ala Ala Thr Thr Thr Gin Ser Lys Arg Lys 

130 20 25 30 

131 ply His Phe Ser Arg Cys Pro Lys Gin Tyr Lys His Tyr Cys lie Lys 
132.. 35 40 45 

133 Gly Arg Cys Arg Phe Val Val Ala Glu Gin Thr Pro Ser Cys Val Cys 

134 50 ' 55 60 

— / "1;35 .Asp' tSlii :Gly Tyr"" ide' Gly^ Ala" Glu Arg Val Asp Phe 

136 6 5 1 r: 70 1^. 75 

L /d37 <210>, SEQ- 10^ tNO;^; 10- ^ - . _ 

138 <21i> LENGTH: 4 9 

139 <212> TYPE: PRT 

140. <213> ORGANISM: Artificial Sequence 
W--> 141 <220> FEATURE: 
W--> 141 <223> OTHER INFORMATION: 
W--> 141 <4 00> SEQUENCE: 10 

14 2 Arg Lys Gly His Phe Ser Arg Cys Pro Lys Gin Tyr Lys His Tyr Cys 

143 15 10 15 

144 lie Lys Gly Arg Cys Arg Phe Val Val Ala Glu Gin Thr Pro Ser Cys 

145 20 25 30 

14 6 Val Cys Asp Glu Gly Tyr lie Gly Ala Arg Cys Glu Arg Val Leu Phe 

147 35 40 45 

148 Tyr 

149 <210> SEQ ID NO: 11 

150 <211> LENGTH: 4 8 

151 <212> TYPE: PRT 

152 <213> ORGANISM: Artificial Sequence 
W--> 153 <220> FEATURE: 

W--> 153 <223> OTHER INFORMATION: 
W--> 153 <400> SEQUENCE: 11 

154 Arg Lys Gly His Phe Ser Arg Cys Pro Lys Gin Tyr Lys His Tyr Cys 

155 15 10 15 

156 lie Lys Gly Arg Cys Arg Phe Val Val Ala Glu Gin Thr Pro Ser Cys 

157 20 25 30 

158 Val Cys Asp Glu Gly Tyr lie Gly Ala Arg Cys Glu Arg Val Leu Phe 

159 35 40 45 

160 <210> SEQ ID NO: 12 

161 <211> LENGTH: 4 7 

162 <212> TYPE: PRT 

163 <213> ORGANISM: Artificial Sequence 
W--> 164 <220> FEATURE: 

W--> 164 <223> OTHER INFORMATION: 
W--> 164 <400> SEQUENCE: 12 

165 Arg Lys Gly His Phe Ser Arg Cys Pro Lys Gin Tyr Lys His Tyr Cys 

166 15 10 15 

167 lie Lys Gly Arg Cys Arg Phe Val Val Ala Glu Gin Thr Pro Ser Cys 

168 20 25 30 

169 Val Cys Asp Glu Gly Tyr lie Gly Ala Arg Cys Glu.. Arg Val Leu 
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RAW SEQUENCE LISTING DATE: 10/29/2001 

PATENT APPLICATION: US/09/857,815 TIME: 13:12:54 

Input Set : A:\09-857 , 815-sequence listing.txt 
Output Set: N:\CRF3\10292001\I857815 .raw 

. 170 - ' 35 40 45 

. ".-171 .<210> -^EQ ID NO: :13 : : 

: ■ ^ = 1172 <211> LENGTH; 49 ' r : : : 1 .1 : . - i: : : : 

173 <212>; TYPE:' PRT .' ■ ^ ^, 

^ 174 <213>'^0>RGANiSM: ^^r t i f r c ra-l Sequence 
Wr--> -Jj7 5 <2 20>-:gEATUItE: ' ' 

17 5 . <223> OTHER INFORMATION: 
/^--> l75^<400>:SEQUENCEi 13 

17 6 Arg Lys 'Gly iHis- Phe Ser.. :Arg^^ Pro Lys Gin Tyr Lys His Tyr Cys 

■ -177 ; , 1 "-O:^ r^^A- . . . . 5 10 15 

17 8-.:Ile Lys- Gly -Arg Cys Arg Phe Val Val Ala Glu Gin Thr Pro Ser Cys 
- 179 ' r20::ll i:-::/:lfie; 25 30 

180 Val Cys Asp Glu Gly Tyr lie Gly Ala Arg Cys Glu Arg Val Asp Phe 

181 35 40 45 

182 Tyr 

183 <210> SEQ ID NO: 14 

184 <211> LENGTH: 48 

185 <212> TYPE: PRT 

186 <213> ORGANISM: Artificial Sequence 
W--> 187 <220> FEATURE: 

W--> 187 <223> OTHER INFORMATION: 
^^--> 187 <400> SEQUENCE: 14 

188 Arg Lys Gly His Phe Ser Arg Cys Pro Lys Gin Tyr Lys His Tyr Cys 

189 15 10 15 

190 lie Lys Gly Arg Cys Arg Phe Val Val Ala Glu Gin Thr Pro Ser Cys 

191 20 25 30 

192 Val Cys Asp Glu Gly Tyr lie Gly Ala Arg Cys Glu Arg Val Asp Phe 

193 35 40 45 

194 <210> SEQ ID NO: 15 

195 <211> LENGTH: 231 

196 <212> TYPE: DNA 

197 <213> ORGANISM: Artificial Sequence 
;V--> 198 <220> FEATURE: 

N--> 198 <223> OTHER INFORMATION: 
i^--> 198 <400> SEQUENCE: 15 

C--> 199 gatgggaatt ccaccagaag tcctgaaact aatggcctcc tctgtggaga ccctgaggaa 60 

200 aactgtgcag ctaccaccac acaatcaaag cggaaaggcc acttctctag gtgccccaag 120 

201 caatacaagc attactgcat caaagggaga tgccgcttcg tggtggccga gcagacgccc 180 

202 tcctgtgtct gtgatgaagg ctacattgga gcaaggtgtg agagagttga c 231 

203 <210> SEQ ID NO: 16 

204 <211> LENGTH: 228 

205 <212> TYPE: DNA 

206 <213> ORGANISM: Artificial Sequence 
fi--> 207 <220> FEATURE: 

/^--> 207 <223> OTHER INFORMATION: 
yi'-> 207 <400> SEQUENCE: 16 

C-'> 208 gatgggaatt ccaccagaag tcctgaaact aatggcctcc tctgtggaga ccctgaggaa 60 

209 aactgtgcag ctaccaccac acaatcaaag cggaaaggcc acttctctag gtgccccaag 120 

210 caatacaagc attactgcat caaagggaga tgccgcttcg tggtggccga gcagacgccc 180 
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VERIFICATION SUMMARY . DATE: 10/29/2001 

PATENT APPLICATION: . US/0 9/8 57,815 TIME: 13:12:55 

Input Set : A:\09-857, 815-sequence listing.txt 
Output Set: N:\CRF3\10292001\I857815.raw 

L:3 M:283 W: Mlssirrg Blank Line separator, <120> field identifier 
L.:^4 .Mj 2 8:3,, W: Missing: Blank . Line separator , <130> field identifier 

L;::5 M: 2;70 C: Current Application Nuntt>:er differs, Replaced Current Application No 

L:5 M:271 C: Currenti Fllin.g Date differs, Replaced Current Filing Date 

L:9 M:283 W: Missing Blank Line separator, <160> field identifier 

L::10:: M :.2S3_. W Missing: .Bla^ik Line separator, <210> field identifier 

L:14 M: 258 _W: Mandatory Feature missing, <220> FEATURE: 

L:l-4 Mr2-58- W: .Mandatory Feature missing, <223> OTHER INFORMATION: 

L:14 M:283 W:* Missing Blank Line separator, <400> field identifier 

L:29 M:258 W: Mandatory Feature missing, <220> FEATURE: 

L : 29 M: 258 W: Mandatory Feature missing, <223> OTHER INFORMATION: 

L: 29 . M : 283 - W : Missing Blank Line separator, <400> field identifier 

L:44 M:258 W:- Mandatory Feature missing, <220> FEATURE: 

L:44 M:258 W: Mandatory Feature missing, <223> OTHER INFORMATION: 

L:44 M:283 W: Missing Blank Line separator, <400> field identifier 

L:55 M:258 W: Mandatory Feature missing, <220> FEATURE: 

L:55 M:258W: Mandatory Feature missing, <223> OTHER INFORMATION: 

L:55 M:283 W: Missing Blank Line separator, <400> field identifier 

L:66 M:258 W: Mandatory Feature missing, <220> FEATURE: 

L:66 M:258 W: Mandatory Feature missing, <223> OTHER INFORMATION: 

L:66 M:283 W: Missing Blank Line separator, <400> field identifier 

L:81 M:258 W: Mandatory Feature missing, <220> FEATURE: 

L:81 M:258 W: Mandatory Feature missing, <223> OTHER INFORMATION: 

L:81 M:283 W: Missing Blank Line separator, <400> field identifier 

L:96 M:258 W: Mandatory Feature missing, <220> FEATURE: 

L:96 M:258 W: Mandatory Feature missing, <223> OTHER INFORMATION: 

L:96 M:283 W: Missing Blank Line separator, <400> field identifier 



L: 


111 


M: 


258 


W: 


Mandatory Feature missing, <220> FEATURE: 


L: 


111 


M: 


258 


W: 


Mandatory Feature missing, <223> OTHER INFORMATION: 


L: 


111 


M: 


283 


W: 


Missing Blank Line separator, <400> field identifier 


L: 


126 


M: 


258 


W: 


Mandatory Feature missing, <220> FEATURE: 


L: 


126 


M: 


258 


W: 


Mandatory Feature missing, <223> OTHER INFORMATION: 


L: 


126 


M: 


283 


W: 


Missing Blank Line separator, <400> field identifier 


L: 


141 


M: 


258 


W: 


Mandatory Feature missing, <220> FEATURE: 


L: 


141 


M: 


258 


W: 


Mandatory Feature missing, <223> OTHER INFORMATION: 


L: 


141 


M: 


283 


W: 


Missing Blank Line separator, <400> field identifier 


L: 


153 


M: 


258 


W: 


Mandatory Feature missing, <220> FEATURE: 


L: 


153 


M: 


258 


W: 


Mandatory Feature missing, <223> OTHER INFORMATION: 


L: 


153 


M: 


283 


W: 


Missing Blank Line separator, <400> field identifier 


L: 


164 


M: 


258 


W: 


Mandatory Feature missing, <220> FEATURE: 


L: 


164 


M: 


258 


W: 


Mandatory Feature missing, <223> OTHER INFORMATION: 


L: 


164 


M: 


283 


W: 


Missing Blank Line separator, <400> field identifier 


L: 


175 


M: 


258 


W: 


Mandatory Feature missing, <220> FEATURE: 


L: 


175 


M: 


258 


W: 


Mandatory Feature missing, <223> OTHER INFORMATION: 


L: 


175 


M: 


283 


W: 


Missing Blank Line separator, <400> field identifier 


L: 


187 


M: 


258 


W: 


Mandatory Feature missing, <220> FEATURE: 


L: 


187 


M: 


258 


W: 


Mandatory Feature missing, <223> OTHER INFORMATION: 


L: 


187 


M: 


283 


W: 


Missing Blank Line separator, <400> field identifier 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/857,815 



DATE: 10/29/2001 
TIME: 13:12:55 



Input Set : A:\G9-857, 815-sequence listing.txt 
Output Set: N:\CRF3\10292001\l8578I5.raw 



L:198 M:258 W: Mandatory Feature missing, <220> FEATURE: 

G:198 M:258 W: Mandatory Feature missing, <223> OTHER INFORMATION: 

Q:a98 -M^:'2a3 W: Missing Blank- Xiine' 'g^ <400> field identifier 

Ci:M9 M:112 G:. (48) String data converted to lower case, 

yl> 112 Repeated i^n SeqNO=15 

L:207 M:258 W: Mandatory Feature missing, <220> FEATURE: 

L:207 M:258 W :, Mandatory Feature missing, <223> OTHER INFORMATION: 

d: 207 M:^283- W: M^issing Blank Line separator,' <400> field identifier 

L:208 M:112 C: (48) String data converted to lower case, 

^4:112 Repeated iri "SeqNo=l6 . 

0:216 M:258 Mandatory Feature missing, <220> FEATURE: 

L:216 M:258 W: Mandatory Feature missing, <223> OTHER INFORMATION: 

L:216 M:283 W: Missing Blank Line separator, <400> field identifier 

L:217 M:112 C: (48) String data converted to lower case, 

>d:112 Repeated in SeqNo=17 

L:224 M:258 W: Mandatory Feature missing, <220> FEATURE: 

0:224 M:258 W: Mandatory Feature missing, <223> OTHER INFORMATION: 

0:224 M:283 W: Missing Blank Line separator, <400> field identifier 

0:225 M:112 C: (48) String data converted to lower case, 

M:112 Repeated in SeqNo=18 

0:232 M:258 W: Mandatory Feature missing, <220> FEATURE: 

0:232 M:258 W: Mandatory Feature missing, <223> OTHER INFORMATION: 

0:232 M:283 W: Missing Blank Line separator, <400> field identifier 

0:233 M:112 C: (48) String data converted to lower case, 

A: 112 Repeated in SeqNo=19 

0:241 M:258 W: Mandatory Feature missing, <220> FEATURE: 

0:241 M:258 W: Mandatory Feature missing, <223> OTHER INFORMATION: 

0:241 M:283 W: Missing Blank Line separator, <400> field identifier 

0:242 M:112 C: (48) String data converted to lower case, 

M:112 Repeated in SeqNo=2 0 

0:250 M:258 W: Mandatory Feature missing, <220> FEATURE: 

0:250 M:258 W: Mandatory Feature missing, <223> OTHER INFORMATION: 

0:250 M:283 W: Missing Blank Line separator, <400> field identifier 

0:251 M:112 C: (48) String data converted to lower case, 

^:112 Repeated in SeqNo=21 

0:259 M:258 W: Mandatory Feature missing, <220> FEATURE: 

0:259 M:258 W: Mandatory Feature missing, <223> OTHER INFORMATION: 

0:259 M:283 W: Missing Blank Line separator, <400> field identifier 

0:260 M:112 C: (48) String data converted to lower case, 

A: 112 Repeated in SeqNo=-22 

0:268 M:258 W: Mandatory Feature missing, <220> FEATURE: . 

0:268 M:258 W: Mandatory Feature missing, <223> OTHER INFORMATION: 

0:268 M:283 W: Missing Blank Line separator, <400> field identifier 

0:269 M:112 C: (48) String data converted to lower case, 

4:112 Repeated in SeqNo=23 

0:277 M:258 W: Mandatory Feature missing, <220> FEATURE: 
0:277 M:258 W: Mandatory Feature missing, <223> OTHER INFORMATION: 
1:277 M:283 W: Missing Blank Line separator, <400> field identifier 
0:278 M:112 C: (48) String data converted to lower case. 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/.857 ^ 815 



DATE: 10/29/2001 
TIME: 13:12:55 



Input Set : A: \09-857 , 815 -sequence listing.txt 
Output. Set: N:\CRF3\10292001\I857815.raw 

M:112 Repeated in- SegNo=24 

L:285 M:258 W; Mandatory Feature missing, <220> FEATURE: 

L:285 M:258 W: Mandatory Feature missing, <223> OTHER INFORMATION: 

L; 285 M: 283 Wi:: Missing Blank Line separator, <400> field identifier 

L:286 M:112 C: (48) String data converted to lower case, 

M :112 Repeated.: in: S.e.qNo=25 

L:293 M:283 W: Missing. Blank Line ' separator , <400> field identifier 

L : 294 . M • 112. .C;: ( 4:8 ) - String data converted to lower case, 
M:112 Repeated in SeqNo=2 6 

L:301 M:283 W: Missing Blank Line separator, <400> field identifier 

L:302 M:112 C: (48) String data converted to lower case, 
M:112 Repeated in SeqNo=27 

L:309 M:283 W: Missing Blank Line separator, <400> field identifier 

L:310 M:112 C: (48) String data converted to lower case, 
M:112 Repeated in SeqNo=28 

L:317 M:283 W: Missing Blank Line separator, <400> field identifier 

L:318 M:112 C: (48) String data converted to lower case, 

L:323 M:283 W: Missing Blank Line separator, <400> field identifier 

L:324 M:112 C: (48) String data converted to lower case, 

L:329 M:283 W: Missing Blank Line separator, <400> field identifier 

L:330 M:112 C: (48) String data converted to lower case, 

L:335 M:283 W: Missing Blank Line separator, <400> field identifier 

L:336 M:112 C: (48) String data converted to lower case, 

L:341 M:283 W: Missing Blank Line separator, <400> field identifier 

L:342 M:112 C: (48) String data converted to lower case, 

L:347 M:283 W: Missing Blank Line separator, <400> field identifier 

L:348 M:112 C: (48) String data converted to lower case, 

L:353 M:283 W: Missing Blank Line separator, <400> field identifier 

L:368 M:283 W: Missing Blank Line separator, <400> field identifier 

L:369 M:112 C: (48) String data converted to lower case, 

M:112 Repeated in SeqNo=36 

L:376 M:282 W: Numeric Field Identifier Missing, <212> is required. 

L:376 M:283 W: Missing Blank Line separator, <400> field identifier 

L:390 M:282 W: Numeric Field Identifier Missing, <212> is required. 

L:390 M:283 W: Missing Blank Line separator, <400> field identifier 

L:403 M:283 W: Missing Blank Line separator, <400> field identifier 

L:404 M:112 C: (48) String data converted to lower case, 

L:409 M:283 W: Missing Blank Line separator, <400> field identifier 

L:410 M:112 C: (48) String data converted to lower case, 

L:415 M;283 W: Missing Blank Line separator, <400> field identifier 

L:416 M:112 C: (48) String data converted to lower case, 

L:421 M:283 W: Missing Blank Line separator, <400> field identifier 

L:422 M:112 C: (48) String data converted to lower case, 

M:112 Repeated in SeqNo=4 2 

L:430 M:283 W: Missing Blank Line separator, <400> field identifier 

L:431 M:112 C: (48) String data converted to lower case, 
M:112 Repeated in SeqNo=4 3 

L:438 M:283 W: Missing Blank Line separator, <400> field identifier 

L:451 M:283 W: Missing Blank Line separator, <400> field identifier 
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VERIFICATION SUMMARY 

PATENT APPLICATION: 



US/09/857, 815 



DATE: 10/29/2001 
TIME: 13:12:55 



Input Set : A:\09-857, 815-sequence listing.txt 
Output Set: N:\CRF3\10292001\I857815.raw 



L:462 M:283 W: Missing Blank Line separator, <400> field identifier 

L:479 M:112 C: (48) String data converted to lower case, 

M:112 Repeated in SeqNo=47 

L:489 M:112 C; (48) String data converted to lower case, 

M:112 Repeated in SeqNo=4 8 

L:497 M:112 C: (48) String data converted to lower case, 

M:112 Repeated in SeqNo=49 

L:505 M:112 C: (48) String data converted to lower case, 
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Docket No. 55965 (46342) 



THE UNITED STATES PATENT AND TRADEMARK OFFICE 
In Re Application: T. Ito, et al. 
Serial No.: 09/857,815 
Filed: June 8, 2001 

For: BETACELLULIN MUTEIN 



DECEIVED 

Mm 1 4 2002 
T'HCHCENTEfl 1600/2900 



BOX SEQUENCE 
COMMISSIONER FOR PATENTS 
WASHINGTON, DC 20231 

Sir: 

Statements In Support Of Filing And Submissions 
In Accordance With 37 CFR §§ 1.821-1.825 

In accordance with 37 CFR §§1.821-1.825, 1 hereby state that the content of the paper 
copy of the corrected sequence listing (pages 1/15-15/15) and computer-readable copies of the 
corrected sequence listing (CRF) submitted in accordance with 37 CFR §§1.82 1(c) and (e), 
respectively, are the same. I hereby state that the submission, filed in accordance with 37 CFR 
§ 1.821(g) does not introduce new matter. 

Respectfully submitted. 



Date: February 25, 2002 



Customer No: 21,874 




Cara Z. Lcfe^n (Reg. No. 38,227) 
Dike, Bronstein, Roberts & Cushman 
Intellectual Property Practice Group 
Edwards & Angell, LLP 
P.O. Box 9169 
Boston, MA 02209 
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